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Summary Section of RNA_ug_gm when Group=Flight
Standard Standard

Count Mean Deviation Error Minimum Maximum Range
5 397.24 84.76201 37.90672 288.3 509.8 221.5

Counts Section of RNA_ug_gm when Group=Flight
Sum of Missing Distinct Total Adjusted

Rows Frequencies Values Values Sum Sum Squares Sum Squares
28 5 5 5 1986.2 817736.5 28738.39

Means Section of RNA_ug_gm when Group=Flight
Geometric Harmonic

Parameter Mean Median Mean Mean Sum Mode
Value 397.24 406.5 389.842 382.3696 1986.2 288.3
Std Error 37.90672 189.5336
95% LCL 291.9941 1459.97
95% UCL 502.4859 2512.43
T-Value 10.4794
Prob Level 0.000469
Count 5 5 5 1

Variation Section of RNA_ug_gm when Group=Flight
Standard Unbiased Std Error Interquartile

Parameter Variance Deviation Std Dev of Mean Range Range
Value 7184.598 84.76201 90.17373 37.90672 155.65 221.5
Std Error 3013.863 25.14243 11.24404
95% LCL 2578.987 50.78373 22.71117
95% UCL 59325.54 243.5683 108.9271

Summary Section of RNA_ug_gm when Group=Synchronous
Standard Standard

Count Mean Deviation Error Minimum Maximum Range
5 375.48 93.82402 41.95938 234.8 463.6 228.8

Counts Section of RNA_ug_gm when Group=Synchronous
Sum of Missing Distinct Total Adjusted

Rows Frequencies Values Values Sum Sum Squares Sum Squares
28 5 5 5 1877.4 740137.9 35211.79

Means Section of RNA_ug_gm when Group=Synchronous
Geometric Harmonic

Parameter Mean Median Mean Mean Sum Mode
Value 375.48 365.2 364.9174 353.2672 1877.4 234.8
Std Error 41.95938 209.7969
95% LCL 258.9821 1294.91
95% UCL 491.9779 2459.89
T-Value 8.9487
Prob Level 0.000863
Count 5 5 5 1
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Variation Section of RNA_ug_gm when Group=Synchronous
Standard Unbiased Std Error Interquartile

Parameter Variance Deviation Std Dev of Mean Range Range
Value 8802.947 93.82402 99.81432 41.95938 167.2 228.8
Std Error 3988.518 30.05955 13.44304
95% LCL 3159.91 56.21308 25.13925
95% UCL 72688.77 269.6086 120.5726

Summary Section of RNA_ug_gm when Group=Vivarium
Standard Standard

Count Mean Deviation Error Minimum Maximum Range
5 385.98 106.1089 47.45335 249.8 531.2 281.4

Counts Section of RNA_ug_gm when Group=Vivarium
Sum of Missing Distinct Total Adjusted

Rows Frequencies Values Values Sum Sum Squares Sum Squares
28 5 3 5 1929.9 789939.2 45036.41

Means Section of RNA_ug_gm when Group=Vivarium
Geometric Harmonic

Parameter Mean Median Mean Mean Sum Mode
Value 385.98 391.2 373.9609 361.797 1929.9 249.8
Std Error 47.45335 237.2668
95% LCL 254.2284 1271.142
95% UCL 517.7316 2588.658
T-Value 8.1339
Prob Level 0.001243
Count 5 5 5 1

Variation Section of RNA_ug_gm when Group=Vivarium
Standard Unbiased Std Error Interquartile

Parameter Variance Deviation Std Dev of Mean Range Range
Value 11259.1 106.1089 112.8836 47.45335 192.05 281.4
Std Error 4990.747 33.25819 14.87352
95% LCL 4041.573 63.57337 28.43087
95% UCL 92970.03 304.9099 136.3598



Analysis of Variance Report
Page/Date/Time 1    01-28-2004 10:19:37
Database C:\Data\MyShare\NCSS\NASADAT1b.S0
Response RNA_ug_gm

Tests of Assumptions Section
Test Prob Decision

Assumption Value Level (0.05)
Skewness Normality of Residuals -0.2261 0.821159 Accept
Kurtosis Normality of Residuals -0.7666 0.443290 Accept
Omnibus Normality of Residuals 0.6389 0.726566 Accept
Modified-Levene Equal-Variance Test 0.0855 0.918568 Accept

Box Plot Section
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Expected Mean Squares Section
Source Term Denominator Expected
Term DF Fixed? Term Mean Square
A: Group 2 Yes S(A) S+sA
S(A) 12 No S(A)
Note: Expected Mean Squares are for the balanced cell-frequency case.

Analysis of Variance Table
Source Sum of Mean Prob Power
Term DF Squares Square F-Ratio Level (Alpha=0.05)
A: Group 2 1184.225 592.1127 0.07 0.937215 0.057780
S(A) 12 108986.6 9082.216
Total (Adjusted) 14 110170.8
Total 15
* Term significant at alpha = 0.05
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Kruskal-Wallis One-Way ANOVA on Ranks
Hypotheses
Ho: All medians are equal.
Ha: At least two medians are different.

Test Results
Chi-Square Prob

Method DF (H) Level Decision(0.05)
Not Corrected for Ties 2 0.06 0.970446 Accept Ho
Corrected for Ties 2 0.06 0.970446 Accept Ho

Number Sets of Ties 0
Multiplicity Factor 0

Group Detail
Sum of Mean

Group Count Ranks Rank Z-Value Median
Flight 5 42.00 8.40 0.2449 406.5
Synchronous 5 39.00 7.80 -0.1225 365.2
Vivarium 5 39.00 7.80 -0.1225 391.2

Means and Effects Section
Standard

Term Count Mean Error Effect
All 15 386.2333 77.24667
A: Group
Flight 5 397.24 42.61975 319.9933
Synchronous 5 375.48 42.61975 298.2333
Vivarium 5 385.98 42.61975 308.7333

Plots of Means Section
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Newman-Keuls Multiple-Comparison Test

Response: RNA_ug_gm
Term A: Group

Alpha=0.050  Error Term=S(A)  DF=12  MSE=9082.216

Different
Group Count Mean From Groups
Synchronous 5 375.48
Vivarium 5 385.98
Flight 5 397.24

Scheffe's Multiple-Comparison Test

Response: RNA_ug_gm
Term A: Group

Alpha=0.050  Error Term=S(A)  DF=12  MSE=9082.216 Critical Value=2.787577

Different
Group Count Mean From Groups
Synchronous 5 375.48
Vivarium 5 385.98
Flight 5 397.24

Tukey-Kramer Multiple-Comparison Test

Response: RNA_ug_gm
Term A: Group

Alpha=0.050  Error Term=S(A)  DF=12  MSE=9082.216 Critical Value=3.77295

Different
Group Count Mean From Groups
Synchronous 5 375.48
Vivarium 5 385.98
Flight 5 397.24


